Experimental
Crystal data C 20 H 24 N 2 O 6 M r = 388.41 Triclinic, P1 a = 7.3851 (2) Å b = 7.4043 (2) Å c = 9.5440 (2) Å = 71.412 (1) = 78.095 (1) = 79.449 (1) V = 480.13 (2) Å 3 Z = 1 Mo K radiation = 0.10 mm À1 T = 100 K 0.29 Â 0.14 Â 0.08 mm
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.972, T max = 0.992 11100 measured reflections 2791 independent reflections 2244 reflections with I > 2(I) R int = 0.025 Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.115 S = 1.03 2791 reflections 134 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.42 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
Cg is the centroid of the C1-C6 ring. Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) Àx þ 1; Ày þ 2; Àz; (iii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009) .
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Comment
Hydrazones and their complexes are interesting due to their fluorescence properties (Qin et al., 2009) and various biological activities such as insecticidal, antitumor, antioxidant, antifungal, antibacterial and antiviral properties (El-Tabl et al., 2008; Ramamohan et al., 1995; Rollas & Küçükgüzel, 2007) . These interesting properties led us to synthesize the title hydrazone derivative (I) in order to study its antibacterial activity and fluorescence property. Experiments show that (I) does not possess antibacterial activities, however it does exhibit fluorescence with the maximum emission at 410 nm when the compound is excited at 280 nm. Herein the crystal structure of (I) is reported.
The asymmetric unit of (I), (Fig. 1 ), C 20 H 24 N 2 O 6 , contains one half-molecule and the complete molecule is generated by an inversion centre (symmetry code -x, 2-y, 1-z). The mean plane through the C=N-N=C bridge forms a dihedral angle of 4.96 (9)° with the benzene rings. The methoxy groups attached to atoms C1 and C5 (positions 2 and 6) are approximately coplanar with the benzene ring whereas the one attached to atom C3 (position 4) is slightly twisted with respect to the benzene ring as described by the torsion angles of C8-O1-C1-C2 = 2.86 (15)°, C10-O3-C5-C4 = 3.58 (14)° and C9-O2-C3-C4 = 8.39 (15)°, respectively. The N-N bond length, 1.4117 (18) Å is comparable with 1.419 (3) Å and the C=N-N angle = 110.7 (2)°, is almost similar to 112.2 (2)° observed in (E,E)-1,2-bis(3,4,5-trimethoxybenzylidene)hydrazine (Zhao et al., 2006) . The bond distances have normal values (Allen et al., 1987) and are comparable with related structures (Jansrisewangwong et al., 2010; Zhao et al., 2006) . The crystal structure is stabilized by weak C-H···N and C-H···π interactions (Fig. 2 ).
Experimental
The title compound was synthesized by mixing a solution (1:2 molar ratio) of hydrazine hydrate (0.097 ml, 2 mmol) and 2,4,6-trimethoxybenzaldehyde (0.785 mg, 4 mmol) in ethanol (20 ml). The resulting solution was refluxed for 5 h, yielding the yellow solid. The resultant solid was filtered off and washed with methanol. Yellow block-shaped single crystals of the title compound suitable for x-ray structure determination were recrystalized from acetone by slow evaporation of the solvent at room temperature over several days, mp. 484-486 K.
Refinement
The H atom attached to C7 was located in a difference map and refined isotropically. The remaining H atoms were positioned geometrically and allowed to ride on their parent atoms, with d(C-H) = 0.93 Å for aromatic and 0.96 Å for CH 3 atoms. The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups. Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom-numbering scheme. Atoms with suffix A were generated by symmetry code -x, 2 -y, 1 -z. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) O1-C1-C2 122.94 (9) O1-C8-H8B 109.5 O1-C1-C6 115.10 (9) H8A-C8-H8B 109.5 C2-C1-C6 121.95 (9) O1-C8-H8C 109.5 C1-C2-C3 118.90 (9) H8A-C8-H8C 109.5 C1-C2-H2A 120.5 H8B-C8-H8C 109.5 C3-C2-H2A 120.5 O2-C9-H9A 109.5
Hydrogen-bond geometry (Å, °)
Cg is the centroid of the C1-C6 ring. 
